The structure of the title compound, [Pd(C 2 H 3 O 2 )(C 20 H 26 P)], shows a distorted square-planar geometry for the Pd II atom, with significant deviations being evident owing to the asymmetric coordination mode of the acetate ligand. A weak intramolecular C-HÁ Á ÁO interaction is noted. The crystal studied was a racemic twin. 
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Experimental
Crystal data Hydrogen-bond geometry (Å , ). (Ormondi et al., 2011; Williams et al., 2008; van Blerk & Holzapfel, 2009 ) includes a comparison of the efficiency of a wide range of palladocycles compared against the title compound (I), acetato-(2′-di-t-butylphosphanyl-1,1′-biphenyl-2yl)palladium(II). Compound (I) is an efficient and stable catalyst introduced by Zim & Buchwald (2005) . We now report the crystal structure of (I) as part of a structure-activity study.
There is significant deviation from the ideal square planar geometry around the Pd atom as a result of its coordination to the acetate moiety. This distorted geometry is evident from the deviations in bond angles from 90°. The data in Table 1 demonstrate the deviations in the coordination geometry. A weak intramolecular C-H···O interaction is noted ( Fig. 2 and Table 2 ).
A solution of 2-(biphenyl)-di-tert-butylphosphine (298 mg; 1 mmol) and palladium acetate (224 mg; 1 mmol) in 15 ml of chloroform was refluxed under argon for 3 h. The solvent was evaporated in vacuo to leave a colourless crystalline residue (464 mg; ca 100%). The solid was taken up in dichloromethane (3 ml) and the solution diluted with cyclohexane (10 ml). The solvent was allowed to slowly evaporate in a stream of nitrogen until the solution was reduced to 3 ml. This resulted in the formation of well formed yellow blocks of the title compound (I) (288 mg; m.p. 409-414 K).
Refinement
The H atoms were included at idealized positions and were allowed to ride with C-H = 0.95-0.98 Å, and with U iso (H) = 1.2-1.5U eq (C). The structure was refined as a racemic twin precluding the determination of the absolute structure. Owing to poor agreement, the 0 1 6 and 1 4 0 reflections were omitted from the final refinement. Molecular structure of (I) with anisotropic displacement ellipsoids drawn at the 50% probability level. 5077 reflections with I > 2σ(I) R int = 0.018 θ max = 28.4°, θ min = 2.0°h (7) 0.0158 (6) 0.0050 (6) 0.0024 (6) 0.0028 (5) C2 0.0350 (9) 0.0291 (9) 0.0248 (8) 0.0055 (7) −0.0017 (7) 0.0105 (7) C3 0.0173 (7) 0.0148 (7) 0.0215 (7 
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